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 DNA was extracted from peripheral blood and/or bone marrow specimens using the Promega Timings with oncoReveal Workflow Timings with MPN Cascade Workflow

SimplyDNA kit. Positive CALR results show larger VAF have differences attributed to the use of capture based

Samples were prepared for sequencing using the Pillar Biosciences oncoReveal™ Essential MPN Panel NGS in clinical testing versus amplicon based NGS from the oncoReveal panel.

« Targets JAK2, CALR, and MPL, following manufacturer’s instructions. Total time Total time The Pillar set up is efficient. In current practice, the MPN cascade can take 5-7 days to
13.5 hours 21.75 hours generate results after DNA/RNA extraction, and a standard NGS sample can require 10-14

* NGS was performed on lllumina MiSeq i100 days. The Pillar oncoReveal MPN panel on the Illumina i100 provides results within 24 hours
after extraction—even with all processing performed manually. The workflow is also well-suited
for an automated set up. Implementing an automated setup along with pre-made index plate
Results were compared to existing laboratory results, including could further reduce turnaround time, increasing efficiency and minimizing hands on time.

« Data analysis was conducted using the vendor’s analysis toolkit (PiVAT).
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CALR fragment analysis (FA, AS 5%) using Integrated DNA Technologies primers on ThermoFisher Cascade does not include pulling of samples for the next set-up in the cascade if needed. The cascade having multiple tests significantly increased _ _ >UPE
ABI platforms. the turn around time compared to the oncoReveal Panel having one set-up. consolidated test solution for MPN upon further validation.
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